Scale 5 kbt | GCA_003601015.1_HG03807_prelim_1.(
RAIB01000807v1: | 16,864,000 | 16,865,000 | 16,866,000 | 16,867,000 | 16, 868 000 | 16,869,000 | 16,870,000 | 16,871,000 | 16,872,000 |

RAIB01000807v1 1 3355522222222222352255323222223223355223323222223323553323322322333332553323223232323>>>33332222223322332323333322222235225>32333332232333332233332222223322>>33333322333
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