Scale 500 kbt | braRapl

chrA9:| 1,100,000 | 1,200,000 | 1,300,000 | 1,400,000 | 1,500,200 | 1,600,000 | 1,700,000 | 1,800,000 1,900,000 |
sse
AENI01007270.1E AENI01007276.11 AENI01007279.1 EEEEER AENI01007286.1 AENI01007291.18 AENI01007297.1 1
AENI01007271.1 | AENI01007277.1 EXEEEEEFEEETEREER AENI01007282.1 1 AENI01007288.1 B AENI01007293.1 B AENI01007298.1 K
AENI01007272.1 BER AENI01007278.1 EEEEEEEE AENI01007283.11 AENI01007289.1 F¥EH AENI01007295.11  AENI01007299.11
AENI01007273.1 o> | AENI01007280.11 AENI01007287.1 EXEEEEEl AENI01007294.1 B AENI01007300.11
AENI01007274.1 AENI01007281.1 EXEEEEEEEFN] AENI01007290.1 EEEH AENI01007301.11
AENI01007275.1 AENI01007284.1 H1 AENI|01007292.1 EEEEEEEEE AENI01007302.1 EXEEEEETEFEEEEIR]
AENI01007285.1 EXEEER AENI01007296.1 EEEIEEEEESEFIIER
Gay
Gap | | | | | | | 1l [N P | I Il [l 1
70 _ GC Percent in 5-Base Windows
GC Percent
%0 G Predi
scan ene Predictions
chrA9.791  chrA9.87 14l chrA9.95HHl  chrA9.104 |-=+—HH chrAQ. 110H+ hrA9.118 chrA9.126 H chrA9.1321 chrA9.138 IH-#_ chrA9.1481
chrA9.80 | chrA9.88 1l chrA9.96 | chrA9.105 HH chrA9.112| chrA9 1194 chrA9.1271 chrA9.133 li=Hl chrA9.139 M  chrA9.149
chrA9.81 I chrA9.891 chrA9.971 chrA9.106 H chrA9.113H  chrA9.1201 chrA9.128 l-Hl chrA9.134 |HHH  chrA9.1421 chrA9.151 H
chrA9.82 H  chrA9.91H chrA9.98| chrA9.107 -l chrA9.114 K chrA9.123 Hll ~ chrA9.129]| chrA9.135 IH chrA9.144| chrA9.152 Hi
chrA9.83 0 chrA9.92H_  chrA9.99H chrA9.108 H  chrA9.115H chrA9. 124H . chrA9.131k4  chrA9.1361 chrA9.14511
chrA9.84 [ | chrA9.930  chrA9.100 IHHI chrA9.109 #l  chrA9.116 H chrA9.125 chrA9.137 HI chrA9.146 H
chrA9.85 H chrA9.94 HHIHl  chrA9.102H chrA9.111 Hl chrA9.1211 chrA9 130 H-4Hl chrA9.1400  chrA9.150 KH
chrA9.86 H chrA9.101| chrA9.117 [HIH chrA9.141 [l
chrA9.90 IH chrA9.103 K chrA9.1221 chrA9.143 H
chrA9.147 M
CpG Islands (Islands < 300 Bassis are Light Greeng
CpG: 33| CpnG:21l CnG:19] CbnG:21l  CnG: 49| CnG: 19| | CnG: 21| CnG: 161 CnG: 51|
Cg 154, | CnG: 100]| CnG: 42| CnG: 34| CpG: 80| CnG: 20| CDG 20| CnG: 49| CnG: 46 CnG: 64| CnG: 1371
pG: 58 | CpG: 23| CpG: 65| CnG: 22| CoG: 18| CpG: 69| CpG: 76| CnG: 29| CnG: 20| CoG: 60|
CpG: 102 | CDG: 63| CnG: 21| CnG: 251 CnG: 571 CnG: 1101 CnG: 69| CnG: 46| CnG: 29|
CpG: 34 |  CnG: 23| CnG: 70| CnG: 1501 CnG: 54| CnG: 33| CDG 431
CpG: 35| CpnG: 251 CnG: 43| CnG: 80| CpnG: 36| CnG: 30l
CDG' 25| CpnG: 491 CpnG: 18]
CpnG: 60|
CpnG: 271
CpnG: 29|
CnG: 281 b ‘
Repeating Element: RepeatMasker
LTR I | | | | | Repeating Epments by Rep " |
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