Scale QYBF01000001v1:

SINE LINE LTR DNA Simple Low Complexity Satellite RNA Other

Simple Repeats

WM + SDust

5 kb GCA_003574075.1_HG02818_prelim_1.0 27,044,000 27,045,000 27,046,000 27,047,000 27,048,000 27,049,000 27,050,000 27,051,000 27,052,000 27,053,000 Assembly

GC Percent in 5-Base Windows

Augustus Gene Predictions RefSeq mRNAs mapped to this assembly CpG Islands on All Sequence (Islands < 300 Bases are Light Green) Repeating Elements by RepeatMasker

Simple Tandem Repeats by TRF

Genomic Intervals Masked by WindowMasker + SDust

QYBF01000001v1_1

GC Percent

70 _

30 _