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Ensembl genes from Arabidopsis_thaliana. TAIRlO 188 506
AT1G03910.1|] AT1G04170.11 AT1G04430.10 AT1G04660.1] AT1G04945.3F AT1G05180.1N AT1G05450.2) AT1 70.1% AT1G05920.1} AT1G06200.11 AT1G06510.11
AT1G03910.2| AT1G04171.1] AT1G04430.20 AT1G04670.1] AT1G04940.1F AT1G05180.20 AT1G05450. 1I AT1G05670.2%

AT1G05925.11 = AT1G06210.11 AT1G06520.1F
AT1G03920.1 k AT1G04180.11 AT1G04440.14 AT1G04680.14 AT1G04960.10 AT1G05200.20 AT1G05470.14 AT1G05690.11 AT1G05950.14 AT1G06225.1|
AT1G03930.1 § AT1G04190.14 AT1G04445.1] AT1G04684.11 AT1G04960.21 AT1G05200.10  AT1G05490.1F AT1G05740.1] AT1G05970.2]1 AT1G06250.11
AT1G03935.1 ' AT1G04200.1M AT1G04457.11 AT1G04690.11 AT1G04970.1F AT1G05210.11

| . . AT1G05500.1 AT1G05770.1F AT1G06010.11 AT1G06280.11
AT1G03940.1 | AT1G04210.10 AT1G04480.1) AT1G04700.10 AT1G04985.11 ~AT1G05240.11 AT1G05510.11 AT1G05780.11 AT1G06020.11 AT1G06290.1%
AT1G03950.1 1| AT1G04220.1% AT1G04500.11 AT1G04710.11 AT1G05000.1ll AT1G05250.11 AT1G05520.10 AT1G05790.28 AT1G06060.11 AT1G06330.11

AT1G03960.1 # AT1G04230.11 AT1G04501.1] AT1G04720.1! AT1G05000.2]l AT1G05260.11 AT1G05530.11 ~AT1G05800.11 AT1G06080.10 AT1G06370.11
AT1G03960.2 # AT1G04240.1| AT1G04510.10 AT1G04750.14 AT1G05010.1% AT1G05270.10 AT1G05540.11 AT1G05805.11 AT1G06090.11 AT1G06390.1H

. I AT1G04250.11 AT1G04530.11 AT1G04750.21 AT1G05020.1F AT1G05280.1F AT1G05550.30 AT1G05810.1} AT1G06100.1]1 AT1G06400.1k
AT1G03980.1 d AT1G04260.11 AT1G04540.11 AT1G04760.11 AT1G05030.10 AT1G05290.11 AT1G05550.11 AT1G05820.10 AT1G06110.11 AT1G06410.1#

. i AT1G04270.2] AT1G04550.1} AT1G04770.11  AT1G05040.1] AT1G05300.10 AT1G05560.1% AT1G05820.20 AT1G06120.1F AT1G06420.1|
AT1G03990.1 1 AT1G04270.1]1 AT1G04550.21 AT1G04778.1k  AT1G05040.2] AT1G05300.24 AT1G05562.1!  AT1G05830.18 AT1G06130.20 AT1G06420.21
AT1G04000.1 | AT1G04280.10 AT1G04555.11 AT1G04780.1k AT1G05055.1kF AT1G05310.11 AT1G05570.1 M8 AT1G05835.11 AT1G06135.11 AT1G06430.1k
AT1G04010.1 L] AT1G04290.11 AT1G04560.11 AT1G04790.181 AT1G05060.11 AT1G05320.28 AT1G05575.11 AT1G05840.1F AT1G06137.11 AT1G06440.11
ﬁ¥%ggiggg% = AT1G04295.11 AT1G04570.1k AT1G04800.1] AT1G05061.1! AT1G05320.18 AT1G05577.11 AT1G05850.1F AT1G06140.1] AT1G06450.1}

GC Percent

. AT1G04300.4W AT1G04580.1H AT1G04820.10 AT1G05065.11 AT1G05320.38 AT1G05580.2F AT1G05860.1F AT1G06150.18 AT1G06470.14
AT1G04030.1 I AT1G04300.1H AT1G04590.10 AT1G04830.2F AT1G05070.11 AT1G05330.11 AT1G05580.10 AT1G05870.3% AT1G06149.18 AT1G06470.21
AT1G04040.1 | AT1G04300.2 K AT1G04590.201 AT1G04830.1F AT1G05080.11 AT1G05340.11 AT1G05590.1% AT1G05870.4% AT1G06150.2H AT1G06475.11
AT1G04050.1 | AT1G04300.3 1 AT1G04600.1 Ml AT1G04860.1k AT1G05100.1F AT1G05370.101 AT1G05600.2% AT1G05870.2% AT1G06148.21l AT1G06480.11
AT1G04070.1 AT1G04310.1 0 AT1G04610.11 AT1G04890.11 AT1G05136.11 AT1G05380.1# AT1G05620.101 AT1G05890.28 AT1G06160.11 AT1G06500.41
AT1G04080.3 l AT1G04320.11! AT1G04620.10 AT1G04900.10 AT1GO05150.1F AT1G05385.11 AT1G05620.21 AT1G05890.1F AT1G06170.2% AT1G06500.11
AT1G04080.1 B AT1G04330.1} AT1G04625.11 AT1G04910.18 AT1G05160.1F AT1G05420.11 AT1G05640.11 AT1G05894.1F AT1GO06170.1% AT1G06500.21
AT1G04080.2 I AT1G04340.11 AT1G04630.11 AT1G04920.1H AT1G05170.10 AT1G05430.11 AT1G05650.11 AT1G05900.10 AT1G06180.11 AT1G06500.31
AT1G04090.1 ¥ AT1G04350.11 AT1G04635.1] AT1G04930.2% AT1G05180.30 AT1G05460.18 AT1G05675.10 AT1G05930.11l AT1G06210.2}

AT1G04100.1 i AT1G04360.1} AT1G04640.1F AT1G04930.1% AT1G05190.11 AT1G05550.21 AT1G05830.2 8 AT1G06130.11  AT1G06460.1
AT1G04110.1 1 AT1G04370.11 AT1G04640.2]  AT1G04945.2kF  AT1G05205.11 AT1G05570.2 il AT1G05870.1F AT1G06148.11 AT1G06490.1
AT1G04120.2 B AT1G04380.11 AT1G04645.1F  AT1G04945.11 AT1G05220.11 AT1G05600.1F AT1G05880.11 AT1G06190.11 AT1G06515.21
AT1G04120.1 [ ] AT1G04390.1 1 AT1G04650.10 AT1G04950.10 AT1G05220.2 AT1G05610.11 AT1G05880.21 AT1G06190.21 AT1G06515.11
AT1G04130.1 1 AT1G04400.11 AT1G04730.1 1 AT1G05085.11 AT1G05350.1 0 AT1G05615.11 AT1G05900.21 AT1G06220.1 0
AT1G04140.1 B AT1G04400.21 AT1G04810.1 8  AT1G05090.11 AT1G05360.110 AT1G05630.10 AT1G05910.18 AT1G06220.2
AT1G04140.2 B AT1G04410.11 AT1G04840.11 AT1G05120.10 AT1G05380.2# AT1G05630.2H AT1G05940.101  AT1G06230.3k
AT1G04150.1 1 AT1G04420.11 AT1G04850.11 AT1G05135.11  AT1G05390.1! AT1G05660.11 AT1G05960.2 8 AT1G06265.118
AT1G04160.1 M AT1G04425.1# AT1G04870.11 AT1G05140.1F AT1G05400.11 AT1G05680.1F AT1G05960.1 8 AT1G06265.21
AT1G04450.11 AT1G04870.21 AT1G05170.201 AT1G05440.14 AT1G05700.10 AT1G05970.11 AT1G06260.11
AT1G04470.11 AT1G04880.1 % AT1G05230.3 % AT1G05710.21 AT1G05980.1! AT1G06270.1k
AT1G04490.2k AT1G04950.30 AT1G05230.1#% AT1G05710.31 AT1G05990.11  AT1G06310.10
AT1G04490.1h AT1G04950.2 8 AT1G05230.2# AT1G05710.54 AT1G06000.1}  AT1G06320.11
AT1G04510.2 1 AT1G04970.2F AT1G05230.4 i AT1G05710.41 AT1G06002.11 AT1G06340.11
AT1G04520.1 1 AT1G04980.11 AT1G05291.11 AT1G05710.11 AT1G06030.11 AT1G06350.11
AT1G04990.11 AT1G05400.21 AT1G05720.11 AT1G06040.11 AT1G06360.11
AT1G04990.21 AT1G05410.21 AT1G05730.11  AT1G06040.21 AT1G06380.11
AT1G05410.14 AT1G05750.1F  AT1G06050.1h AT1G06390.21
AT1G05760.11 AT1G06070.1h
AT1G05785.11 AT1G06230.1 ¥
AT1G05785.21 AT1G06230.2
AT1G05790.1 0 AT1G06240.1 1
enscan Gen Pred|cn0ns
chr1.167 M chrl.183MM  chr1.195]  chr1.210H chr1.2221  chrl.2341 chr1.250 1.2641 chr1.2731 chr1.288 1 chr1.3021 chr1.3191
chr1.168 |l chri.1841  chr1,198H chri.2121 chr1.226 H = chr1.2411 chrl. 257I chr1.268 1 chr1.2821 = chrl.292| chr1.3061 = chr1.3251
chr1.169 1 chr1.1851 chr1.1991 chr1.213H chr1.2271  chrl.243] chr1.2580  chr1.269] chr1.2831  chr1.293M  chr1.307] chr1.3261
chr1.170 | chr1.186 . chr1.200 W chr1.214| chr1.228 Ml  chrl.245] chr1.2591  chr1.2701 chr1.2841l  chr1.2940  chr1.3081 chr1.328H
chr1.171 I chr1.1871 chr1.2011 chr1.215] chr1.2291 chrl.246| chr1.2601  chr1.271 4 chr1.285H  chr1.295] chr1.3091f chr1.329 W
chrl.172 1 chr1.1881 chr1.20211 chr1.2161 chr1.230M chr1.2471 chr1.26101 chri.272 MMl = chr1.2861 chr1.2961  chr1.3101 chr1.3301
chr1.173 H chr1.189] chr1.2031 chr1.217 M chr1.2311 chr1.248d  chr1.262 11 chr1.2741 chr1.2891 chr1.3031 chr1.320H
chrl.174 [| chr1.190]| chr1.204H chr1.2181 chr1.2321 chr1.249] = chrl.263H chr1.2751 chr1.290]1 chr1.304|  chr1.321]|
chrl.175 | chri.191 W chr1.205 M chr1.2191 chr1.2331 chr1.2511 chr1.2651 chr1.276 i chr1.291 lH chr1.3111 chr1.3311
chr1.176 [ | chri.192lH = chr1.2071 chr1.2201 chr1.235] chr1.252] chr1.266 HH4l_ chr1.280 M chr1.297| chr1.312H
chrl.177 [ | chr1.1931 chr1.2081 chr1.221 il chr1.236 4 chr1.2531 chr1.267@  chr1.281H chr1.2981 chr1.3131
chrl.178 | chr1.194k  chr1.209]| chr1.2231 chr1.2371 chrl.2541 chr1.2771 chr1.2991 chr1.3141
chr1.179 H chr1.1961 chri.211 @  chr1.2241 chr1.238] chr1.2551 chr1.2781 chr1.300 H chr1.315]
chr1.1801 chr1.197 M chr1.225HH  chr1.2400 chr1.256 liH chr1.2791 chr1.301 i chr1.3221
chr1.1811 chr1.2061 chr1.2391 chr1.287 il chr1.305H4 chr1.323H
chr1.182H chr1.2421 chr1.3161
chr1.2441 chr1.3171
chr1.3181
chr1.324l
chr1.3271
CpG Islands &slanﬁis < 300 Baﬁes are Light Green}
CpG: 45 | CnG: 30| CnG: 171 CnG: 19| CnG: 20I CnG: 27 CnG: 19| CnG: 26| CnG: 22| CnG: 34|
CpG: 31 | CnG: 361 CnG: 44 CnG: 171 CDG 741 CDGZ 31| CnG: 31| CnG: 30| CnG: 57 CpnG: 22
CpG: 17 | CnG: 24| CnG: 191 CnG: 54| CnG: 691 CnG: 34| CnG: 43| CnG: 201
CnG: 201 CnG: 151 CnG: 171 CnG: 23| CpnG: 39| CnG: 43|
CnG: 641 CnG: 46| CnG: 20|
CnG: 511 CnG: 24
lastz braRap1
lift-over blat to braRapl
blat braRap1
. lift-over blat to ricCom1
blat ricCom1
Repeating Elements by RepeatMasker
SINE
LINE | |
LTR I | Ll | | | |
Slmnle LI D 1 1 T N O o e TR A II I111 II L LTI III LR O TRV VL T AT TR
Low Complexity | | | Il 1 e ol [ R IIIIIIIII o | (AN | | Il (!
Satellite
RNA
Other | | | | | | |
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