Scale chr1:

Gap

ReMap2020 Histones <2kb

ReMap2020 Histones >2kb

SINE LINE LTR DNA Simple Low Complexity Satellite RNA Other

Simple Repeats

5 kb araTha1 7,485,000 7,490,000 7,495,000 7,500,000 Assembly Gap CpG Islands (Islands < 300 Bases are Light Green) GC Percent in 5-Base Windows

Ensembl genes from Arabidopsis_thaliana.TAIR10.18.gtf.gz

Ensembl genes from Arabidopsis_thaliana.TAIR10.44.gtf.gz

ReMap2020 H1 ReMap2020 H2A ReMap2020 H2A-X ReMap2020 H2A-Z

ReMap2020 H2AK121ub

ReMap2020 H2AV

ReMap2020 H2B

ReMap2020 H3

ReMap2020 H3-1 ReMap2020 H3-3

ReMap2020 H3ac

ReMap2020 H3K14ac

ReMap2020 H3K18ac ReMap2020 H3K23ac

ReMap2020 H3K27ac

ReMap2020 H3K27me1 ReMap2020 H3K27me3

ReMap2020 H3K36ac ReMap2020 H3K36me3

ReMap2020 H3K4me1

ReMap2020 H3K4me3

ReMap2020 H3K56ac ReMap2020 H3K9-14ac

ReMap2020 H3K9ac

ReMap2020 H3K9me2

ReMap2020 H3T3ph

ReMap2020 H4ac

ReMap2020 H4K12ac ReMap2020 H4K16ac ReMap2020 H4K5ac

ReMap2020 H4K8ac ReMap2020 HTA6 ReMap2020 HTR12 ReMap2020 Histones <2kb

ReMap2020 Histones >2kb

ReMap2020 TF >2kb

ReMap2020 TF <2kb

Repeating Elements by RepeatMasker

Simple Tandem Repeats by TRF chr1_1

AT1G21360.1 AT1G21370.2 AT1G21370.1

AT1G21380.1 AT1G21390.1

AT1G21395.1 AT1G21400.1

AT1G21410.1 AT1G21420.1

AT1G21360.1 AT1G21360.2 AT1G21360.3 AT1G21370.2 AT1G21370.1

AT1G21380.1 AT1G21390.1

AT1G05663.1

AT1G05667.1 AT1G05673.1 AT1G21395.1

AT1G21400.2 AT1G21400.3 AT1G21400.4

AT1G21400.5

AT1G21400.6

AT1G21400.1

AT1G21410.1

AT1G21410.2

AT1G21420.1

GC Percent

70 _

30 _